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Importancia: Publicacion de la identificacién por NGS de un virus aislado en Wuhan, China, descubriéndose que se trataba de un virus de
ratén en la faringe humana. Relevancia epidemioldgica importante.
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Abstract

ia is @

d by attacks of buming pain and

in the ies. An epidemi

|
\‘nrm of this syndrome accurs in secondary students in rural China and a virus referred to as mythmmelalgua-assoaahed

was reported to have been d fram throat swabs in 1987, Studies performed at the time suggested
thar ERPV belongs to the orthopoxvirus genus and has similarities with ectromelia virus, the causative agent of mouscpox.
We have determined the complete genome seguence of ERPY and demonstrated that it has 99.8% identity to the Naval
strain of ectromelia virus and a slighly lower identity to the Moscow strain. Small DNA deletions in the Maval genome that
are absent from ERPY may suggest that the sequenced strain of Naval was not the immediate progenitor of ERPY.
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Introduction

pain and inflammation in the extremites. Primary
hersditary erythromelalgia is 4 rare disease caused by 2 mutation
in 2 voltage-gated sodium channel s nit [1,2] MNon-hereditary
erythromelalgia has an incidence of approximately 1.3 per
100,000, occurring most frequently in women with a median
age of 61, and can have muliple couses [3]. In rural China,
outbreaks of erythromelalgia have cocurred during the winter and
spring at several year intervals among secondary school students
[48]. In a 987 epidemic, many students reported pharyngitis
prior to the symptoms of erythromelalgia suggesting a possible
connection with a respiratory tract infection [%. Virus isolates
fram throae swabs of six individuals i theee locations suffering
from erythromelalgia were characterized [4,10]. In five cases the
virus wag isolated directly in cell culmare and in another was firat
passaged Inmice [11]. In addidon, the sera [rom patients with
epidemic erythromelalgia were reported to have a higher in-
cidence of ERPV antibody (39,2%) compared to non-ymptomatic
et (11.8%) and sera of controls from the United Stares
%) [12) Elec roscopic examinations indicated that
the isolated virus belongs to the poxvirus family [13]. Fucther
analysis of the blological, serological and pathogenic properties
suggested that erythromelalgia-related poxviros (ERPV) i a mem-
ber of the orthoposvirus genua [11]. A restriction enzyme profile
of the ERPV DNA bled bur was distinguishable from

4 Chinese siain of ectromelia virs (ECTV), the cumative agent ol

mousepox [14]. The susceptibility of mice to ERFV and the
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hromelalpia 5 a condition in which there are attacks of

formation of A-type inclusion bodies in the cytoplasm were also
consistent with ECTV. However, there were apparent differences
between the Chinese strain of ECTV and ERPV with regard
pock morphology on the chicken choricallantoic membrane,
patliogenicity for rabbits, and the abllity of ERPV to be
nentralized by anc-vaccinia virus and ant V sera from
rabbits but not vice-versa [111. Moreover, not known o
cause disgase in humans. [n contrast, human infections are known
to occur with other orthopoxviruses  inclding v
(semallpee), cowpox virus, monkeypox virug ﬁnd vaccinia vires
13},

Poxviruses are Tange doublesstranded DNA vivuses [16] The

ilability of Next G hnclogies allowed
uE 10 sequence and analyze the gelmlu: of ERFV, We compared
the ERFV genowme sequence o that of the complete gen
sequences of the Moscow (ECTV-Mos) [17] and Naval (E
Nav) [18] {www.poxvirusorg) steaing of ECTV and determined
that it closely resembled the latter with only minor differences

iola virms

Results

Sequence of the ERPYV Gencme

The genomes of  crthopoxvinmes  are  approxotely
20,006 base pairs (bp with two long inverted terminal repetitions
(ITRs), within each ITR there are usually a few open reading
frames (ORFs), sets of short direct repeas (DRs), a unique
eoncatemer resslution sequence (GRS], and a terminal covalently
closed hairpin loop (Fig 1), ERFV was obtined from the
American Type Culture Collection, clonally purified and ampb-
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